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1 CACAGACAGGCTCTTAACTGTTTATATCACTCACTTGGGAAAGTGTCTCAAGCTGTTCTA 

6 1 CAAATCCATGCAAAGGCCGTTTAAAAATAGCAGCGAAGGTCCTGGACTCGGTCTCGTCCA 

121 GCACAGCCCCTTGGCTCTCTCTCTGGGCTCTGGCCGCCTGGCCCCCGGGGACCCACACGA 

181 GGTCATGGCGTGCTTCGGGCAGGGGGGCGGGGATCCCATAGACACCTCAGCTCCTTAAGA 

241 GTTCTCCGCCTGGGCCAGGACGAGCATGGGGGTCCCCACTGATGCCCGAGACAGTGCCCC 

301 TGTGTGTGTGAGCCCTCGACCCACATAACAGAGAGGTGTCCTGATGCCCTCTGTCCTCTC 

3 61 CAGGTGGATCTAGGATCCGGCTTCCAACATGTGGCAGCTCTGGGCCTCCCTCTGCTGCCT 

421 GCTGGTGTTGGCCAATGCCCGGAGCAGGCCCTCTTTCCATCCCGTGTCGGATGAGCTGGT 

481 CAACTATGT CAACAAACGGAATACCACGTGGCAGGC CGGGCACAACTT CTACAACGTGGA 

541 CATGAGCTACTTGAAGAGGCTATGTGGTACCTTCCTGGGTGGGCCCAAGCCACCCCAGAG 

601 AGTTATGTTTACCGAGGACCTGAAGCTGCCTGCAAGCTTCGATGCACGGGAACAATGGCC 

661 ACAGTGTCCCACCATCAAAGAGATCAGAGACCAGGGCTCCTGTGGCTCCTGCTGGGTAAG 

721 G C C CTG C TGG CTGGTGGGG AAGCG CTGGAGAG AAAGTGGGAGCAACACTGGAGAGTCTTG 

781 GGGGATTCGGGGTGGGGACAACTCTGACAAGGCAAGTTATAGAAACTTTCTGAGTCCCAG 

781 TTTCCATCAGTACAAAAATCACAATCCCTCTGGCCATGAAJGATGGCGAGGATTAGGTGG 

841 AGTGGCGGGCAGAGCATCCAGCAGATTGCAAGTCCACGTGTACAGGTGGCGAAGCAGCTC 

901 CCTTTCCCTGACATGCTGGCCCGTCCGCAAATACCAGGAGCTCTCACTGCTACTCTGCTT 

961 CAAGAAAGCATCCCTTTAGTGTCAGTGAGCTGTCTTAATTTTGTCATTTAATTGTGGTAA 

1021 AATACACGTAACAGAAATGTAATAATCTTAG CAATCTTCTTTTGTTTT CTTTTTCTTTTT 

1081 TTTTTTTTTTTTTTT 
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1 MWQLWASLCCLLVLANARSRPSFHPVSDELVNYVNKRNTTWQAGHNFYNVDMSYLKRLCG 
6 1 TFLGGPKPPQRVMFTEDLKLPASFDAREQWPQCPTIKEIRDQGSCGSCWVRPCWLVGKRW 
121 RESGSNTGESWGIRGGDNSDKASYRNFLSPSFHQYKNHNPSGHE 
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1 T CCAAGTCCTGGATGAG CT CGGAAG ACACGTG CTG CTGCGGAAGG ACTGTGG C C CAGTGG 
6 1 ACAC CAAGGTT C CAGGTG CTGGGGAGCCCAAGTCAG CCTTCACT C AGGGCT CAGC CJVTGA 
121 TTTCTTCTCTGTCCCAAAACCATCCAGACAACAGAAACGAGACTTTCAGCTCAGTCATTT 
181 CCCTGTTGAATGAGGATCCCCTGTCCCAGGACTTGCCTGTGAAGATGGCTTCAATCTTCA 
241 AGAACTTTGTC ATTACCT ATAACCGGACATATGAGT C AAAGGAAG AAGC CCGGTGG CGCC 
3 01 TGTC CGTCTTTGTCAATAACATGGTG CGAGCACAGAAG AT C CAGG CCCTGGACCGTGGCA 
361 CAGCTC AGTATGGAGT CACCAAGTT C AGTGATCTCAC AGAGG AGGAGTTCCGCACTATCT 
421 ACCTGAATACT CTCCTGAGGAAAGAG C CTGG CAACAAGATGAAG CAAGC CAAGTCTGTGG 
481 GTGACCTCGC C CCACCTGAATGGG ACTGGAGGAGTAAGGGGG CTGTCACAAAAGTCAAAG 
541 ACCAGGGCATGTGTGGCTCCTGCTGGGCCTTCTCAGTCACAGGCAATGTGGAGGGCCAGT 

6 01 GGTTTCTCAACCAGGGGACCCTGCTCTCCCTCTCTGAACAGGAGCTCTTGGACTGTGACA 
661 AGATGGACAAGGCCTG CATGGGCGG CTTG CCCT CCAATGC CTACTCGG C CATAAAGAATT 
721 TGGGAGGGCTGGAGACAGAGGATGACTACAGCTACCAGGGTCACATGCAGTCCTGCAACT 

7 81 TCTCAGCAGAGAAGGCCAAGGTCTACATCAATGACTCCGTGGAGCTGAGCCAGAACGAGC 
841 AG AAGCTGGCAGCCTGGCTGGC GAAG AGAGG C C C AATCTCCGTGGCCATCAATG C CTTTG 
9 01 GCATGCAGTTTTACCGCCACGGGATCTCCCGCCCTCTCCGGCCCCTCTGCAGCCCTTGGC 
961 TCATTGACCATGCGGTGTTGCTTGTGGGCTACGGCAACCGCTCTGACGTTCCCTTTTGGG 

1021 CCATCAAGAACAGCTGGGGCACTGACTGGGGTGAGAAGGGTTACTACTACTTGCATCGCG 
1081 GGTC CGGGGCCTGTGGCGTGAACAC C ATGGC CAGCTCGG CGGTGGTGGACTGAAGAGGGG 
1141 CCCCCAGCTCGGGACCTGGTGCTGATCAGAGTGGCTGCTGCCCCAGCCTGACATGTGTCC 
1201 AGGCCCCTCCCCGGGAGGTACAGCTGGCAGAGGGAAAGGCACTGGGTACCTCAGGGTGAG 
1261 CAGAGGGCACTGGGCTGGGGCACAGCCCCTGCTT 



FIGURE 3 



SUBSTITUTE SHEET (RULE 26) 



09/7«249 1 



WO 00/07545 



4/8 



PCT/US99/17776 



1 M I S S Li S QNH PDNRNE TF S S V I S L.LNED PL S QDL P VKMAS I FKNFVI TYNRT YE S KEE AR W 
61 RLSVFVlSn^VRAQKIQALDRGTAQYGVTKFSDLTEEEFRTIYLNTLLRKEPGNKMKQAKS 
121 VGDLAPPEWDWRSKGAVTKVKDQGMCGSCWAFSVTGNVEGQWFIiNQGTLLSIiSEQELLDC 
181 D KMD KACMGGL P S NAY S A I KNLGGLE TEDDYS YQGHMQS CNF S AE KAKVY I ND S VELS QN 
241 EQKIiAAWLAKRGPISVAINAFGMQFYRHGISRPLRPLCSPWLIDHAVLLVGYGNRSDVPF 
3 01 WAI KNS WGTDWGEKGYYYLHRGSGACGVNTMAS SAWD 
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1 MS CVKXjWPSGAPAPLiVS i eelenqelvgkdgfgtvfraqhrkwgydvavki vns kai sre 

6 1 VKAJVLASLDNEFVLRLEGVIEKVNWDQDPKPALVTKFMENGSLSGL^ 

121 LKEWL.GMFYLHDQNPVLLHRDLKPSNVLPDPELHVKLADFGLSTFQGGSQSGTGSGEPG 

181 GTLGYIiAPELFVNVNRKASTASDVYSFGILMWAVIiAGREVELPTEPSLVYEA 

241 SIxASLPQAGPETPGLEGLKELMQLCWSSEPKDRPSFQECLPKTDEVFQMVENNMNAAVST 

3 01 VKDFLSQLKSSNRRFS I PESGQGGTEMDGFRRTIENQHSRNDVMVSEWLNKLNLEEPPSS 

361 VPKKCPSLTKRSRAQEEQVPQAWTAGTSSDSMAQPPQTPETSTFRNQMPSPTSTGTPSPG 

421 PRGNQGAERQGM]^SCRTPEPNPVTGRPLVNIYNCSGVQVGDNNYLTMQQTTALPTWGliA 

481 PSGKGRGLQHPPPVGSQEGPKDPEAWSRPQGWYNHSGKZ 
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